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support	  for	  the	  observa4ons.	  
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Variant phase:  ACTCT  
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Variant phase:  ACTCT 
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MP,	  replicate	  2	  
Mix	  of	  95%	  to	  5%	  
	  
	  
Majority phase: GTGTC 

Variant phase:  ACTCT 

 

Shared SNVs: 
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Variant site clusters, A_MP−JACCARD.sqm
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MP,	  replicate	  2	  
Mix	  of	  90%	  to	  10%	  
	  
	  
Majority phase: GTGTC 

Variant phase:  ACTCT 

 

Shared SNVs: 
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Variant site clusters, A_MP−JACCARD.sqm
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MP,	  replicate	  2	  
Mix	  of	  80%	  to	  20%	  
	  
	  
Majority phase: GTGTC 

Variant phase:  ACTCT 

 

Shared SNVs: 
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Variant site clusters, A_MP−JACCARD.sqm
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MP,	  replicate	  2	  
Mix	  of	  50%	  to	  50%	  
	  
	  
Donor 1 phase: GTGTC 

Donor 2 phase: ACTCT 

 

Shared SNVs: 

 89C 

278G  

In	  phase	  SNVs	  

>40%	  

Out	  of	  	  
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Variant site clusters, A_MP−JACCARD.sqm
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Donor 2 phase: ACTCT  

 

Shared SNVs: 

 89C 

278G  

 

In	  phase	  SNVs	   Out	  of	  	  
phase	  SNVs	  



●●●●●
●●
●●●●●●●●●●●
●●●●●●●
●●●●●
●●
●●●
●●
●●●●●●●●
●●●●●●
●●●●●
●●●●●●●
●●●●●●●●●●●●●●●●

●●●●●●●●●●
●●●●●●●●●●●●●●●●

●●●●●●
●●
●●●●●●●●●●

●
●●●●●●●●●
●
●●●●●●●●●
●●
●●●●●●●●
●●●●●●
●●●●●●
●●●●●●●●●
●●●●●●●●●●●●●●●●●●●

●●●●
●●●●●●
●●●●●●●
●●●●●●●●●
●●●●●
●●●●●●●●●●●●●

●●●●●●●●●●●
●
●●
●●●
●●●●●●●●●●●●

●●●●●●
●●●●●●●●●●●●●●

●●●●●
●●●●●

●●●●●●●●●
●
●●●●●●●●●●●●●●●●

●●●●●●●●●●●●●●●
●●●
●●●●●●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●

●●●
●●●

●●
●●●

●
●●●

●●●●●

●●●●●●●●●●●
●●●●●●●●●●●●●●●●●

●●●●●
●●●●
●
●●●●
●●●●●●●●●●●
●●●●●●●●●●●
●●●●●●●●●
●●
●●
●●●●●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●●●●
●
●●●●●●●●●●●●●●●

●
●●●●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●●●●●●●●●●●●●●●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●●
●●●●●●●●●●●●●

●●●●●●●●●●
●●●●●
●

●●●●●●●●●

●
●●●●●●●●●●
●●●●●●●●●●●●●●●●●

●●●●●●●
●●●●
●
●●●●
●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●●●●●●●●●
●●●●●●●●●
●●●●●●●●●●●
●●●●●●●●●●●●●●●●●

●●●●●●●●●●●●●
●●●●●●●●●●●●●

●●●●●
●●●●●●●●●●●●●

●●●●●●●●●●
●●●●●●
●●●●●●●●●●●●

●●●●●●●●●●●●●●
●●●●●●●●●●●●

●●●●●●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●
●●●

0 200 400 600 800 1000

50
00

10
00

0
20

00
0

A_MP position

C
ov

er
ag

e 
de

pt
h

C

G

G

G

T

G

T

C

ex
p.

 e
rr

A2
C

A2
G

T2
G

A2
G

C
2T

T2
G

C
2T

T2
C

minor variants

O
bs

er
ve

d 
fre

qu
en

cy

0.00

0.05

0.10

0.15

0.20

89 145 278

561 693 763 840 841

MP,	  replicate	  2	  
Mix	  of	  25%	  to	  75%	  
	  
	  
Variant phase:  GTGTC 

Majority phase: ACTCT 

 

Shared SNVs: 

 89C 

278G  
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Variant site clusters, A_MP−JACCARD.sqm

MP,	  replicate	  2	  
Mix	  of	  25%	  to	  75%	  
	  
	  
Variant phase:  GTGTC 
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